Computational method
TDDFT calculations were carried out at 298K in the gas phase with Gaussian 09 [24] . For the conformational search as well as the ECD, the absolute configuration of 2 (2S, 1'S) was chosen.
The conformational search and geometry optimization was carried out at the molecular mechanics level of theory employing MMFF force field incorporated in Spartan (Wavefunction) software package. The lowest-energy conformer was selected and further geometry-optimized at the B3LYP/6-31G (d) level of theory, and TDDFT at the B3LYP/6-31(d) level of the theory was employed to simulate the ECD spectrum [24] . The predicted wavelength is used without any scaling. The adequacy of B3LYP/6-31(d) to optimize the geometry and to calculate the ECD spectra of chromanes similar to compounds 1 and 2 have been used previously [23] .
Antimicrobial assays
The antimicrobial tests were carried out using both agar diffusion and serial dilution assays according to the procedure described in [25] . The samples were done in 9 replicates for agar diffusion assay for the crude extract where 10 g of the sample was applied on paper discs (Rundfilter 6mm; Schleicher& Schuell). The paper disc impregnated with the extract or the compound was allowed to dry before 18 hours at 37°C incubation with test plates seeded with cells or spores of the respective test organisms under sterile conditions. The pure compound(s) were diluted (over the ranges of 0 -100 μg/mL) into sterile micro titre wells (Sarstedt, Inc.) containing liquid medium each with defined innocula of test microorganisms. To each well 200 µl of 1 x 10 5 spores or cells/mL inoculum was added. Pure methanol (100%) was used as a negative control while gentamycin (Sigma-Aldrich) was used as positive control. They were incubated for 24 hours at 37°C, and the lowest concentration of the sample that showed no visible growth was recorded as the minimum inhibitory concentration (MIC). 
